The title compound, C 16 H 17 N 3 O 3 ÁH 2 O, exists in the E conformation with respect to the azomethine C N double bond. While the phenyl ring is almost coplanar with the central hydrazinecarboxamide group [dihedral angle = 14.18 (11) ], it is twisted slightly with respect to the other aromatic ring in the molecule, with a dihedral angle of 22.88 (13) . The packing is dominated by O-HÁ Á ÁO, N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen-bond interactions, forming a three-dimensional supramolecular structure which is augmented by two types of C-HÁ Á Á interactions. An intramolecular O-HÁ Á ÁN interaction is also present in the molecule.
Related literature
For the application of hydrazinecarboxamides as enzyme inhibitors and as a source of self-complementary bidirectional hydrogen-bonding motifs, see : Lam et al. (1994) ; Chorev & Goodman (1993) ; Zhao et al. (1990) . For the synthesis of related compounds, see: Sreekanth et al. (2004) . For standard bond-length data, see: Allen et al. (1987) . For related structures, see: Sithambaresan & Kurup (2011) ; Siji et al. (2010 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C1-C6 ring. (Farrugia, 1997) and DIAMOND (Brandenburg, 2010) ; software used to prepare material for publication: SHELXL97 and publCIF (Westrip, 2010 Hydrazinecarboxamides have gained considerable importance in recent years in the design of enzyme inhibitors (Lam et al., 1994) , as replacement for the amide (-CO-NH-) bond in peptidomimetics (Chorev & Goodman, 1993) and as sources of self-complementary bidirectional hydrogen bonding motif in supramolecular chemistry (Zhao et al., 1990) . As a continuous work on the hydrazinecarboxamide compounds, a new hydrazinecarboxamide compound, (2E)-2-[1-(2-hydroxy-4-methoxyphenyl)ethylidene]-N-phenylhydrazinecarboxamide monohydrate, was prepared and structurally characterized. The ORTEP view of the title compound is shown in Fig. 1 .
The compound crystallizes in monoclinic space group P2 1 /c. The molecule adopts an E configuration with respect to C7═N1 bond (Sithambaresan & Kurup, 2011; Siji et al., 2010) and it exists in amido form with C9═O3 bond length of (Table 1) links the adjacent molecules directly and through water molecule forming an infinite three-dimensional supramolecular structure in the lattice (Fig. 2) . Phenylhydrazinecarboxamide molecules also interact through two types of C-H···π interactions (Fig. 3) with the H···π distances of 2.92 and 2.79 Å and very weak π-π interactions with a shortest centroid-centroid distance of 5.0552 (18) Å. The parallel arrangement of the molecules along b axis is shown in Fig. 4 .
Experimental
The title compound was prepared by adapting a reported procedure (Sreekanth et al., 2004) . To a warm ethanolic solution of N-phenylsemicarbazide (0.302 g, 2 mmol), an ethanolic solution of 1-(2-hydroxy-4-methoxyphenyl)ethanone (0.332 g, 2 mmol) was added and the resulting solution was refluxed for 3 h after adding three drops of glacial acetic acid. On cooling the solution colorless crystals were separated out. Single crystals suitable for X-ray diffraction studies were obtained by slow evaporation from its ethanolic solution.
Refinement
All H atoms on C were placed in calculated positions, guided by difference maps, with C-H bond distances 0.93-0.96 Å. H atoms were assigned as U iso = 1.2Ueq. H1A and H1B atoms of O1S were located from difference maps and restrained using DFIX and DANG instructions with O-H = 0.86 (2) and H···H = 1.36 (2) Å respectively. N2-H2N, N3 -H3 and O2-H2′ atoms were located from difference maps and restrained using DFIX instructions with bond distance of 0.88 (1) Å. (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2010) ; software used to prepare material for publication: SHELXL97 (Sheldrick, 2008) and publCIF (Westrip, 2010) .
Figure 1
ORTEP view of the compound, drawn with 50% probability displacement ellipsoids for the non-H atoms. Symmetry codes: (i) x, −y+1/2, z−1/2; (ii) −x+1, −y+1, −z+1; (iii) x, −y+1/2, z+1/2; (iv) x+1, y, z−1; (v) x, −y−1/2, z−3/2; (vi) −x, −y+1, −z+1.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

